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-----MPAKGPNIIPK-------------------------QAP---------------SPIAI-AGSPPSSSA-------STPRSAAS--------PPVSVNTKYS-----------PNTNSNTIMPRQVMSIQTSKEWVLPPRPKPGR
-----MPAKGPNIIPK-------------------------QAP---------------SPIAI-AGSPPSSSA-------STPRSAAS--------PPVSVNTKSS-----------PNTNSNTIMPRQVMSIQTSKEWVLPPRPKPGR
-----MPAKGPNIIPK-------------------------QAP---------------SPIAI-AGSPPSSSA-------STPRSAAS--------PPVSVNTKSS--------------NNNTIVPRQVMSIQTSKEWVLPPRPKPGR
-----MPPKGPNIVPR-------------------------QAP---------------SPIAI-AGSPPSSSS-----SGSTPRTMAS--------PNISMSAKSP-----SVVATNNNNSNNNLVPKQVTTIQTSKDWVLPPRPKPGR
-----MTTKGPSIAPR----------------------QQSVAQ---------------SPIAL-AGSPPSSAS-----AGSTPRSVAS--------PNNPHNNNNN---NNNVASPPNNAATRNLTTKSVTSIMTSKEWVLPPRPKPGR
-----MSTKGPSIAPR----------------------QSSVAQ---------------SPIAI-AGSPPSSAS-----ASSTPRSAAS--------PNTHNNNATS---------PPNNPTARSLTTKSVTSIMTSKEWVLPPRPKPGR
-----MSAKGPNIAPRGIPATTTSTGKTFSHTNISTNSLPASGPASSRAHTVSSAATAHSPIAM-AGSSPSSSSSSSISAGSTPRSFSANSPPNSRHPSITINTTTPSSGNTPAAAAATATATAIKISKPVTSIMTSKEWVLPPRPKPGR
-----MTSKGPSIAPR----------------------SHSLAP---------------SPIPI-ANTPPSADS-----------------------PPQFLRTGAP--------QVKKTSLGDTSGGTGVTQIITSKEWVLPPRPKPGR
-----MSTRGPSIAPK-------------------------SEP---------------SPIAL-AGSPPSSGP--------SPR------------PITSLSVASP------------------SGDLGMTTIMTSKEWVLPPRPKPGR
-------MSKPVIAPR----------------------QVVGRP---------------SPASV-ASSPSVNEN--------SPSAAS---------PPVSVKLRPP-----------TTTAPFSSVSTPSTSIMTSREWVLPPRPKPGR
-----MKTKGPSIAPR-----------------------QQQIP---------------TPMSMRPAMSPSSTA-------STPRQIVST-------PPNTAASPPN-------SASPSANGSASLAPKGITQIITSKEWVLPPRPKPGR
MSNTSVTTRGSVIAPR---------------------TKPHGGP---------------SPIAI-AASPQSSAG--------------S--------PPST----------------------------QVSQIQTSKEWVLPPRPKPGR
-----MSARGAQIAPR-----------------------TNLAP---------------SPLASGAASSPESSS-----------------------------------------------------PGGITTIATSREWVLPPRPKPGR
----MATPAAPSLAPA-------------------------PGP---------------APLAPALAAKPAISP-----------------------SP----------------------------GPGTPGSVTSKEWVIPPRPKPGR
-----MST--PSIAPA---------------------------P---------------APLVPALAAKPAISP-----------------------SP----------------------------GPGTPGSITSKEWVIPPRPKPGR
------MAAQPALAIA-------------------------PSA---------------APLAPALVAKPTVSP-----------------------SP----------------------------GPGTPGSVTSKEWIIPPRPKPGR
----MESSKSPSEVEK----------------------------------------------------SSSASP-----------------------------------------------------APQKPMIRVSKQWVVPPRPKPGR
MTAKTFLLQASASRPR------------------SNHFKNEHNN---------------IPLAPVPIAPNTNHH-----------------------NNSSLEFEND---------------GSKKKKKSSLVVRTSKHWVLPPRPRPGR

KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEQKLMEVEKERDIKEMALVNTINKLKVENQFLV-KNLEQLKGEMNQMKQSFSRS-----------QQQLISK------------------------------------SSPAAST
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEQKLMEVEKERDIKEMALVNTINKLKVENQFLV-KNLEQLKGEMNQMKQSFSRS-----------QQQLISK------------------------------------SSPAAST
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEQKLMEVEKERDIKEMALVNTINKLKVENQFLV-KNLEQLKGEMNQIKQSYSRS-----------QQQLISK------------------------------------PSPAEAA
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEQRLLEVEKERDIKEMALVGTINKLKVENQFLV-KNLEQLKQELNQLKQSTMRAQIQQ---QQQQQAQQVSG------------------------------------SNRPSPC
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEEKLMEVEKEKDIKEMALINTINKLKAENNFLT-KSMEQIRQEMAMFRASQEEMRSQMSPRQHGHSQQQQQQQQQQQVLPQPPRQNIAPAPPQQFSKRHSSNSSSSSYSQLSLQP
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEEKLMEVEKEKDIKEMALINTINKLKAENNFLT-KSMEQIRQEMAMFRASQEEIRSQV-PQQQGQQQQTQQ-------------QNIAPAPPQQFSKRHSSNTSSSSYSQLSLQP
KPSVDI--PASKRKAQNRAAQRAFRERRATRVQELEEKLMEVEKEKDIKEMTLINTINKLKAENSFLA-KGMEQLRQEMNTFKQSQNQMKIQM---QQQQQQQQQQQQQQQQQQHIETQAQQSSNTGSRGRKPIQPNSPHFFIPQQSLSP
KPSIDT--PASKRKAQNRAAQRAFRERRAGRVQELEEKLMDVEKERDVKEMGLVNTINKLKVENQFLL-KSIDQLRNDMNAFKNANGGS-----------------------------------------------------------SQ
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEQKLMEMEKEKEVKEMALVNTINKLKVENQFLI-KSIEQLRTDMSSIRNSQTQT-----------TLKMSQM-------------------------------------------
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELESKLLEVEKERDVKEMGLINTINKMKLENQYLI-KSLEQLKAEVHSIKRPSGSG------------------------------------------------------PTPSSAG
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEQKLMEVEKEKDLKEMTMINTINKLKVENQFLM-KSLEQLKKEVGQIRGRQQHH----------QQQQQQQQ-------------------------------------------
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEEKLAEVEKERDVKEMGLVNTINKLKVENQFLL-KSLEQLRSEVAGIRNARSPT-------------------------------------------------------------
KPSVDT--PASKRKAQNRAAQRAFRERRATRVQELEQKLLEVEKDKETREMGLVNTINKLKFENQFLI-KSLEQLRSEFQSFRAAGSSP------------------------------------------------------SRPDSLP
KPATDT--PPTKRKAQNRAAQRAFRERRAARVNELEDQIKKIEDDHEIHVLQLKEQISNLS--------HEVEQCRSEMAWWRDRCHAL-------------------------------------------------------------
KPATDT--PPTKRKAQNRAAQRAFRERRAARVNELEEQIKKIEDEHEIHIAAFKEQITNLS--------REVEQCRSEMTWWRDRCHAL-------------------------------------------------------------
KPATDT--PPTKRKAQNRAAQRAFRERRAARVSELEDQIKCIEDDHEIHVATFKEQIANLS--------REVEQCRTEMGWWRDRCHAL-------------------------------------------------------------
KPALDA---LGRRKAPIKP--------RPGPTSALSVE----EAKFRVREKQYQDTIGKLQKENNELL-EQLEMLQAQL---KNSTLDS-------------------------------------------------------------
RSSSHNTLPANNTNNILNVGPNSRNSSNNNNNNNIISNRKQASKEKRKIPRHIQTIDEKLINDSNYLAFLKFDDLENEKFHSSASSISS-------------------------------------------------------------

AS-----AQQIKPTFSFASNSAPSSHPSP-----------SH--HNSISPTG-SSYSVQQISPAP--STDSPPNSYN-----------LSNDSYRQFHST-LTP-ISNNNTPDKPLSAADVA--------------------NFDCGVCP
AS-----AQQIKPTFSFASNSAPSSHPSP-----------SH--HNSISPTG-SSYSVQQISPAP--STDSPPNSYN-----------LSNDSYRQFHST-LTP-ISNNNTPDKPLSAADVA--------------------NFNCGVCP
AG-----AQQIKPSFSFASNSASSNHPSP-----------SH--HNSISPTG-SSYSVQQISPAP--STDSPPNSYN-----------INNDSYRQFQST-LTP-IPSNNTPDKPISATDVA--------------------NFDCGVCP
QQ-----QPGIKMSYSFSSSRPGSNHPSP-----------HSGPHSAMSPAS-SSYSVQQISPAP--SADSPPNFYTNGS-------VQNTSRLRNSSSTHLTP-ISNNPTPAKSAMSSNSQ---------------DDGGDNFDCGVCL
TQQ----QQQQQQQQQYYANLNAVSNPSP---------------SNNISPTG-SSYSLQQISPAP--SADSPPTGTTRNGYQIRNTMSRNNSSNSNSTQHTLTP-ISNNNTPDKIYSTSNTS------NNNDNNGGGAVGSSEFDCGVCI
AQQQQQSQQQQRQQQQYFAGFNAGQNPSP---------------SNNISPAG-SSYSLQQISPAP--SADSPPNGTTRNSFQPHGVISRNNSSNSNSTQHTLTP-VSNNNTPDKLFASNNNN------------NNGGVDSSEFDCGVCI
QQ-----QQQQQQHTQYPSLFTHSNRPSPNNSNYNNNHIHNHNNNSNISPAS-SSYSLQQISPAP--SADSPPQYQSIRT-------QRPTITSSTSNQT-LTP-ASNNTTPDKSITTQTAAISNITNNTNTNNNNIDIDASNFDCGVCS
AN-----TQQNTMVSQYNTISHFKSNPSP-----------NS--RSTGSPSGSSSYSVQQISPAP--SADSPPVF-------------TNVSAYHSLSTS-----ASNNNSPDKLAANDNTS-------------------SSFDCGVCV
-------AQPASSSKSSLGIGESSISNSP-------------INHNTGSPAS-SAYSVQQISPAP--STDSPPSYANSHNYHNHNHNHQHQHHNSVKGSSNLTPRTSSDTTPDHGKSSQQNR-----------------DSSSFDCGVCL
S------STGIYGATGMVHSGVSAKSPTN---------------LASNSPTA-SIYSVQQISPAPSASADSPPVL------------GINFKRYSKAS-------VSIGRTPKIEEHNN-----------------------EFDCGVCM
-------PIQTRPPTINIKSHESSNHASP--------------TNMGTSPAS-SNYSLQQISPAP--SADSPPSSYN----------------PRVNSISTLLP---KNNTPQRPTDGNTVG------------------TADYDCGICL
-------------------------NPSP---------------------SS-STYSVQQISPAP--SADSPPNF-----------------SYKKTIQP--AP-ISSNPTAIKPRASS-----------------------DFDCGVCI
AS-----GSASLQANAYKSELSQSAHQLL-------EFAKSSPAQVSASPAS-SQYSVQQISPAP--SADSPPSLSA-----------FRSVAPKSGNSTQITP-ISHKSSPDKKKDSTE----------------------DFDCGICL
-------EKEVSVERSAKESLVKEFRSSL------------------------SDKNASRSDKAP--LTRI-P---------------RDSSAAHA---------AVENNMHEEREEV------------------------PLGCSNCS
-------EKEVSVERSAKEAIVKEFRSSL-------------------SDRE-AVRSDKGLAP----LTTSTPQA-------------RSSDRPDNGD-------ASNNDSGEGREEV------------------------PLGCNDCS
-------EKEVSVERAARETLVKELRSSL------------------------PEKNTSGTDAVP--L---PP---------------RSSRSSRMELEK-----SSPVDRRSELGEEV-----------------------PLGCNRCS
-------PKEVEVNSEVVKPDSATTENE-------------------------NRYVNQYNYPVE------PPC--------------AKNAVYTEIPIE-LDPHAFLGDSAKRIRVDSDSK----------------------DAKSVP
-------PSYSSPSFSSYRNRKKSEFMDD----------ESCTDVETIAAHNSLLTKNHHIDSSS--NVHAPP---------------TKKSKLNDFDLLSLSS-TSSSATPVPQLTKDLNM--------------------NLNFHKIP

KEECLCESVGLKEP-TKDKTENAKKKLQDQVNSFKPMPAVSLSR-KRKIKSTDEEQEIDFTKQF-SVK--AKPMPDLKKLKKTTF-----------------SQPQTET-----ASTFNEDSPVDNCGFCSDDTPCVCRE--AAKEAAKL
KEECLCESVGLKEP-TKDKTENAKKKLQDQVNSFKPMPAVSLSR-KRKIKSTDEEQEIDFTKQF-SVK--AKPMPDLKKLKKTTF-----------------SQPQTET-----ASTFNEDSPVDNCGFCSDDTPCVCRE--AAKEAAKL
KEECLCESVGLKEP-TKDKAEDAKKQLQNQINSFKPMPAVSLSR-KRKIKSTDEEQEIDFTKQF-SSR--TKPMPDLKKLKKTTL----------------SHETETET-----ASTFNEDSPVDNCGFCSDDTPCVCRE--AAKEAAKL
KDNCLCESVGLKDIDTNKKSSVIGKDLQNQLNSFKPMAAVSLSR-KRTVKSIDEEQEIDFTKQF-STK--TKPMPDLKRLKKAPIPSPVPVNNNSNNNNNNNNNNNNQL-----TSSFNEDSPVDNCGFCSDDTPCVCRE--AAKEAAKL
KDECLCESVGLKEP----RKTDAERELENQINSIKPQPAVTLRR-KRKAQSIEDVEEIDFTRQF-ATK--AKPMPDLNKLRKHDQKSNTTVASTTNHNHHQHIQSRSKSIDKIDNSDFNEDSPMENCGFCSDDTPCVCRE--AAKEAARL
KDECLCESVGLKEP----HKTEAERELENQLNSIKPQAAVTLRR-KRKAQSINDVEEIDFTRQF-ATK--AKPMPDLNKLRKQDQKSSNTVVSVTKHNH-QHNQPRSRSIDKIDNSDFNEDSPMENCGFCSDDTPCVCRE--AAKEAARL
REECLCEEVGLKEPSKTKSKTSLDDTLANQLESFKPEAAVTLTRKKRKATSVDEVKEIDFTRQF-TTK--TKPMPDLKKLKKTTT--SALSATKPLKGGCKSSSKTNTA-----DSSFDEASPMENCGFCSDDTPCVCRE--AAKEAARL
KEECLCETVGLKDP-----EPTKKISLEETIKEFKPMPAVSLRN-KKRKFTDSVSKEIDFTKKF-ST---SKPMPDLKKLKKQSD---------NNTMLAKKTKNISEP-----STQFDESSPVDNCGFCTDDTPCVCRE--AAKEAARF
EDECLCESVGLKDP-APKKAEDLARELEETVNSFKPVPAVSLSR-NKRKVVDTEAQEIDFTEQF-STK--TKLMPDLKKLKKASS-------------TSMKTSSQLGD-----SAEFNEDSPMENCGFCSFDTPCVCRE--AAKEAALL
KDDCICESIGIKE---KTHPHSHNHNLEETLSKFKPMQAVSLKR-K------STTQEIDFTRKF---N--KRALPDFKK---------------------TVSEQSVSA-----DSKFDESSPVDNCGFCSDDTPCVCRE--AAKEAARL
KEECLCESVGLKIP-----GTNGSAVLEEQMSGFQPMPAVSLNR-KRKAT--TEAREVDFTSLF-SKKSEAKKMPEFKRRKDNAD----------QAPSASLLHSTSES-----KPSFDENSPVENCGFCSDDTPCVCRE--AAEEAARL
KDECLCEDVGLRA-------KSSSSTLNDLVETFQPVAAVPLKR-KSSL-------EIDFTTQFGTSK--RKPLPDFKKLKKSKR---------------EVVVQDPAP-----KKMFDEGSPVDNCGFCTDDTPCVCRE--AAKEAAKI
KERCLCEDVGLK-----------SKSLEDTFKSFTPMAAVSLRA-KRKV---SEVKEIDFTAGY-------KKMPDLKKLRKNSS---------------ERDKPRKTSSVSMGGDNFDENSPVENCGFCTDDTPCVCRE--AAKEAARL
NVHCQCIEDAFSGMPGIERTSAQSKRPDNSSQSHA----------EPEIKPEPEEMEIDFTTRF------AAP-----------------------------HHVQDDT-----VTNVSSP-AVDPCGFCQDGTPCICAEMAAQEEERRR
TSHCQCIEDAFTMP------GVVAQEQSRRLDTTKPGLS------EPQIKPDPEEMEIDFTSRF------------------------------------AATQQQDQS-----PTSVSSP-AVDPCGFCSDGTPCICAEMAAQEEQRPR
TSHCQCIEDAFGMP-----------------------PIEMNRAPEPKIKPEPEEMEIDFTTRF------AAP-----------------------------HHEEDTA-----ASPVASP-PVDPCGFCQDGTPCICAEMAAQEEERRR
SEN------------------------------------------GRIRVSMSPQNEINFTPEN--------------------------------------------------PAVME---KIRKRGVCNSVEGCLYSG--SPKSVKRV
H----------------------KASFPDSPADFSPADSVSLIRNHSLPTNLQVKDKIEDLNEI-------KFFNDFEKLE-----------------------------------FFNKYAKVNT----NND---------VNENNDLW

NEYLNNP--HQSSIMEEEISE-----------------------------------EAKTLPPLQ-----------TNNPNHNFSKSALPVMHPGPTVEIREFTNI--NAVPNVLPASKNENEKEESTKDTS------------------
NEYLNNP--HQSSIMEEEISE-----------------------------------EAKTLPPLQ-----------TNNSNHNFSKSALPVMHPGPTVEIREFTNI--NAVPNVLPASKNENEKEESTKDTS------------------
NEYLNNP--HQSSIIEEEISE-----------------------------------QAKTLPPLQ-----------TNNSNHNFSKSALPVMHPGPTVEIREFTNI--NTVPNVLPASKNENEPDSSGKDSS------------------
NNYLNNP--PQSNNDQDDMMQDVQEVVEHE-------------------------DDHKTLPPIQ-----------TNNKSHNFRKSSLHVMHPGPTIEIREFSNI--SAVPNVLAGTTDPSTPTGTTNTDRSSISSTSKENSNSN-SNS
NASLNGP--DSVIVEEEEDEEQEEGMNGQG-------------------------NDHNTLPPLQ----------FNLTSNNSNTKMALPVMHPGPSVEIRDITNLTPGAVPTVIPRPNQSSSDSPSSSSSSQQQQQMEENGNSNED---
NASLNGP--NNIIVEEEEEQVDGE-TNGQG-------------------------SDHNTLPPLQ----------FNLTSNNNNTKMALPVMHPGPSVEIRDITNLTPGAVPTVIPRPNQSSTESSSSSSQPQTEEDANSNED-------
NASLNGQ--DMNVIVREEEEEQEEEEVRGEKQRSNVGAGIDSGDVTGRGEDYIDFSESRTLPPIQFNPEINNNNNNNNNNNHLFRKSSLPVMHPGPSVEIREITNLTPGAVPVMTRRNEEQNQSGQAVTTPTPITTQFTESSKDNNYKDD
NDSLNAE--------QEESND-----------------------------------AATSLPPIQ-------------LNTNNFRKSSLPVMHPGPSVEIREITNLSPGAVPTVVAPTTRMNASVFSNETPDKEFSAEPEK---------
SDTLNQQTIEEGDEVDDEMSN-----------------------------------EHKTLPPLQ------------MNSNKMFRKSSLPVMHPGPSVEFREITNITPGVVPTVVTSTSRRLNPESSTSTSSSLSTLNSGNDASKD----
NESLNHT--SNDHDDSDLHNDDDSDDF-----------------------------DDQTLPPIQ--------------MSSSIRKISLPVMHPGPSVGIRDITNLTPGAVPTVMTPTIGTPTSSNPTGIPSNAGNNSN-----------
SNSLNQP--QQE--------------------------------------------ISETLPPIQ------------ISNSNNIRKSALPVMHPGPSVELREMTNL--KSTGNAAPPVTVTSSTSSKYELE-------------------
SRSMEAH-IEEDEEDEEEDDE-----------------------------------VTKMLPPIQ---------------NSSIRKTSLPVMHPGPSVEIRDITNLNTGAVPPVTAEPKKS-----------------------------
NQSLQEK--EEEEHDAA---------------------------------------GPMSLPPIQ--------------VKDGVSKAPLPVMHPGPSLEIREYTNLTPGAVPTVVTKEETAPETSNNKPDE-------------------
RNSF----------------------------------------------------ENNRLAPIQ----------------------NLSQFTPPPSDG-----DV--RSEVTLPPISQ-------------------------------
RNSF----------------------------------------------------ENNRLAPIQ----------------------NLSQFTPPPSDG-----DV--RSDVTLPPISQ-------------------------------
NSTF----------------------------------------------------ESNRLAPIQ----------------------NISQFTPPPSDSDVRSDNV---TLPPISQAT--------------------------------
RESE----------------------------------------------------ETKVYAQLL--------------IDLHKSSKSAPMLKAGPSIAFK-------------------------------------------------
NSYLQSM--DDTTGK-----------------------------------------NSGNYQQVD--------------NDDNMSLLNLPILEETVSSGQDDKVEPDEEDIWNYLPSSSSQQEDSSRALKKN------------------

SDGGCTGNPGTCRQCQMDPMSTLFCTTVASRSTK--------SDSVSSTRQSISRTNSKTSISI--------------------DSLNNPQSPIP-PPLLANNKTGGSNAP-----------TPTPAPST----------PSHSSSVSSN
SDGGCTGNPGTCRQCQMDPMSTLFCTTVASRSTK--------SDSVSSTRQSISRTNSKTSISI--------------------DSLNNPQSPIP-PPLLANNKTGGSNAP-----------TPTPTPST----------PSHSSSVSSN
SDSGCTGNPGTCRQCQMDPMSTLFCTTVASRSTK--------TGSVSSTRQSISRTNSKTSISI--------------------DSLNNPQSPIP-PPLLANNKTNSGGSS-----------AATPTPTT----------PSHSSSVSSN
NDGGCTGNPGTCKQCQMDPMSTLFCTTVASRTSI--------TSETVTPMRQLSRNNSKSSIPI--------------------NSLNNPQSPVP-PPLLPTTTSNNNLNT-----------SSSSTPST----------PSNS---NGS
SAGGCTGNPGTCRQCQMDPMSTLFCTTVASKSND------------SSIRSNLSRTNSRASLSLNFGPGTPGASSNNNGN----NNSNNAPSPIP-PPLLASNSSNNIAASPGASGLNAFTALLPSTPGS-------GSGSNNNDGASGS
TGSGCTGNPGTCKQCQMDPMSTLFCTTVASKSND------------SSIRPNLSRNNSRASLSLNFGPNTPSASGAN-------NKNNNAPSPIP-PPLIATNSSNNLAAS-PGAGLSGLSALVPTTPGS--------VSNNGNNSDSST
NDGGCTGNPGTCKQCQMDPMSTLFCTTVASKSND--------S----SIRPNLSRSGSNTMLSLNFGNKFDPINNNRNNGSSNSNNSNNAPSPIP-PPLLATASYGNNNNNNNNNNINSITGTSAPSPGTNGFLGSGGSSASSTAVRLNN
NAGGCTGNPGTCEQCQMDPMSTLFCTTVANKEKD----------------EEKSRSNSYG-----------------------------AESNSP-PSSKESNSSQISRSS-----------SKTSLPSI---------SVTNSNSISPE
-NSECTGNPGTCRQCQMDPMSTLFCTTVANKEKNEPGSRSRSSSTASPQPQMISRSGSRTSLP-------------------------SMAAPIT-NPSTPVSTGSGVPAS------------GPATPGG----------PG-----STN
SESGCTGNPGACSQCQTDPMSTLFCTTVANKGKESNERGGSRSGSSSSDSVPNSSAYSGTSLSA--------------------GSTSNAASPRDLPPLSSSATSMNPSTP-----------LDTTNPST----------PTSTMMHMAN
SDSGCTGNPGTCRQCQTDPMSTLFCTTIASRGSN----------------SSPSGQTPGRSMSV--------------------NSLTNPSTPIE-PLLAAANAAHAEVAN-----------NPEPITPS----------SSKNSNGEQP
--SGCTGNPGTCEQCQMDPLSTLFCSTVANKANE--------SNERSSDRSSSDRSPSRTSLP-----------------------RTDSRSNIP-MAL--------TSAP-----------TTPGTPGT----------PG----VTGA
EKSGCTGNPGTCMQCQMDPMSTLFCTTVASKAASEP------TQATQDVPKALPTGDEKSSASSE-------------------SSSSRPSSSGP-SSLGPSSSASISAAS-----------STSSVPSP-------------------S
ATNPCANGPGTCAQCLADPRRTLFCKTLA-----------------ASRPASAAPSGCCGGKGAD-------------------GGCCMSRNSNP-QRSGSTQQQSQTSSS-----------RRSATPS---------------------
ATNPCANGPGTCAQCLADPRRTLFCKTLA-----------------ASRSPSAAPSGCCGGKGAD-------------------GGCCQSRNT---NVSRGRSGSNNNTSS-----------GSSAAPSL--------------------
AANPCANGPGTCAACLSDPRRTLFCKTLA-----------------ASRSASGTPSGCCGGKGRD-------------------GGCCQSQSRTS-APRRSNT-------------------DRSATPLT--------------------
------------------------------------------------------------------------------------------------------------------------------LPTM--------------------
-----TNSEKANIQAKNDETYLFL-----------------QDQDESADSHHHDELGSEITLA------------------------DNKFSYLP-PTLEELMEEQDCNNG------------RSFKNFM----------FSNDTGIDGS

SG-IFIPCADAYKTLSRHKKFNSV--DFTTLVGK-------------LTTRG-----MQVEVQSVANVLRE----LDRRAYN-
SG-IFIPCADAYKTLSRHKKFNSV--DFTTLVGK-------------LTTRG-----MQVEVQSVANVLRE----LDRRAYN-
SG-IFIPCSDAYKTLSRHKKFNSV--DFTTLVGK-------------LTTRG-----MQVEVQSVANVLRE----LDRRLYN-
TG-MFIPCADAYKTLSRHKKFNSM--DFSTMVGK-------------LTTRG-----MQVEVQSVANVIRE----LDRRLYN-
GGGMFIPCADAYKTLSRHKKFNSV--DFSTLVGK-------------LTTRG-----MQVEVQSVANVLRE----LDRRLYN-
GG-MFIPCADAYKTLSRHKKFNSV--DFSTLVGK-------------LTTRG-----MQVEVQSVANVLRE----LDRRLYN-
GG-MFIPCADAYKTLSRHKKFNSV--DFSTLVGK-------------LTTRG-----MQVEVQSVANVLRE----LDRRLYN-
RNDIFIPCSDAYRTLSRHKKFNSV--DFSTLVGK-------------LTTRG-----MQVEVQSVANVLRE----LDRRVYN-
NG-MFIPCADAYKTLSRHKKFNSV--DFSTLVGK-------------LTTRG-----MQVEVQSVANVLRE----LDRRLYN-
NGTMFIPCADAYKTLSRHKKFNSV--DFSTLVGK-------------LTTRG-----MQVEVQSVANVLRE----LDRRVYN-
SG-IFIPVGDAYKTLSRHKQFSSV--DFGTLVGK-------------LTTRG-----MQVEVQSVVNVLRE----LDKRVYH-
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